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Characterization of Turnip Mosaic Virus (TuMYV) isolated from Kanagawa
Prefecture
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Summary

Two pathotypes of Turnip mosaic virus (TuMV) isolates KR and KC, were isolated from Japanese radish
and cabbage, respectively, showing mosaic symptoms in their leaves in a field of Hiratsuka city, Kanagawa
Prefecture and the pathogeneicity was determined in comparison with TuMV JO isolate. KR and JO were
pathogenic to Japanese radish while KC was not. On the contrary, KC infected cabbage and induced slight
mosaic symptoms in the leaves whereas KC did not. Both KR and KC isolated showed positive reaction by
Western blot analysis using antibody of JO with no difference in the electrophoretic pattern of the coat protein
(CP). Sequence comparision of the CP gene showed that JO and KC are closely related than KC, suggesting
that CP genes is not the determinant the defference of the pathogenicity to the Japanese radish and cabbage.
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TuMV 7% Btk JO KR KC

JO:CP 100 87.9 96.7
NIb 100 85.3 95.0
KR:CP - 100 88.8
NIb - 100 85.9
KC:.CP - - 100
NIb - - 100

GeneBank accession numbers . JO:AF312809,
KR:AF312910, KC:AF312911
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